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What can toxicogenomics offer DNT testing?
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dimensional data into
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- DNT evaluation requires specialised gene sets
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A step towards mechanism-based DNT testing
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e NP g
[: 0 ABCH
FIHI + SAIHT -
L HuAD +
WAL Sulforaphane
Bub fov § hours

TR - HBIEl
Logare THEY TAFREFLA -
L
oE 3wl 1
W -38 B
m-in EF2IA R

hLUHMES_159: DNA damage response
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